Lecture 2
Advanced physiological genetics



Protein synthesis

* Aspects of protein synthesis

* Mechanism of protein synthesis

(Prokaryotic)
* Initiation in eukaryotes

* Translational control and post-

translational events



Some highly purified tRNA
molecules were found to interact with
more than one codon, and this ability Is
correlated with the presence of
modified nucleosides in the 5’-
anticodon position, particularly inosine
(formed by post-transcriptional
processing of adenosine by anticodon
deaminase)



To explain the redundancy of the
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Ribosome binding site

(Shine-Dalgarno sequence)

« Solely for prokaryotic translation

* A purine-rich sequence usually containing all or part of the
sequence 5-AGGAGGU-3

» Upstream of the initiation codon in prokaryotic mRNA
* To position the ribosome for initiation of protein synthesis
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